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Solid-phase amplification
One DNA molecule per cluster

Sample preparation
DNA (5 pig)
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Template
dNTPs

Bridge amplification

(Metzker 2010)
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https://www.youtube.com/watch?v=fCd6B5HRaZ8
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ATCACAGTGGGACTCCATAAATTTTTCT
CGAAGGACCAGCAGAAACGAGAGEEEEYN
GGACAGAGTCCCCAGCGGGCTGAAGGGE
ATGARRCATTAAAGTCAAACAATATGAA
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Short sequence reads

(Wang+ 2009)



RNA-seq

ATCACAGTGGGACTCCATAAATTTTTCT
CGAAGGACCAGCAGAAACGAGAGEEEEYN

Short sequence reads
GGACAGAGTCCCCAGCGGGCTGAAGEGE
ATGAAACATTAAAGTCAAACAATATGAA
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